Key indicators: single-crystal X-ray study; T = 150 K; mean (C-C) = 0.003 Å; R factor = 0.039; wR factor = 0.101; data-to-parameter ratio = 17.4.
In the title compound, the dihedral angles between the 2-amino-5-chloropyridyl rings and the pyridine ring are 56. 26 (6) and 78.83 (5) ; the angle between the 2-amino-5-chloropyridyl rings is 72. 42 (5) . The solvent water molecules are linked to the organic compound by N-HÁ Á ÁO, O-HÁ Á ÁO, N-HÁ Á ÁN and O-HÁ Á ÁN hydrogen bonds. Á Á Á Stacking interactions are also observed between the 2-amino-5-chloropyridyl rings (centroidÁ Á Ácentroid distance = 3.243 Å ).
Related literature
For related crystallographic studies, see: Makowska-Grzyska et al. (2003) ; Li et al. (2008) ; Peori et al. (2008) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). 
Comment
Primary amines add to imines to form aminal compounds; these are not stable (Peori et al., 2008) . The title compound, C 16 H 13 Cl 2 N 5 .H 2 O, was synthesized by the reaction of 2-amino-5-chloropyridine with 2-pyridinecarbaldehyde in ethanol.
Tris(pyridyl)amines are very common ligands and many complexes containing such ligands have been reported (MakowskaGrzyska et al., 2003; Li et al., 2008) .
In the title compound, intermolecular N-H···O and N-H···N hydrogen bonds involving amine NH and pyridyl groups form a two dimensional network (Table 1 and 
Experimental
The title compound was synthesized by adding 2-pyridinecarbaldehyde (1 mmol, 107 mg) to a solution of 2-amino-5-chloropyridine (3 mmol, 386 mg) and manganese acetate (0.02 mmol, 4.90 mg) in ethanol (20 ml). The mixture was refluxed with stirring for 7 h. The resultant yellow solution was filtered. Colourless single crystals of the title compound suitable for X-ray structure determination were recrystallized from a mixture of ethanol / water (5/1) by slow evaporation of the solvents at room temperature over several days.
Refinement
The H atoms bonded to C atoms were positioned geometrically and refined using the riding model with U iso (H) = 1.2U eq (parent atom); C-H = 0.95 and 1.00 Å for aromatic and methine C atoms, respectively. The H atoms bonded to N and O atoms were found in the difference Fourier map and refined with the following DFIX restraints: 0.87 (2) Å for N-H and 0.82 (2) Å for O-H. In the final refinement stages the AFIX3 constraint was used for these H atoms. Figures   Fig. 1 . View of the molecular structure of the title compound, with displacement ellipsoids for non-H atoms drawn at the 50% probability level. The hydrogen atoms are represented by spheres of arbitrary radius. The hydrogen bond is shown as a dashed line. Symmetry codes: (i) x, y−1, z; (ii) −x+1/2, y−1/2, −z+1/2; (iii) −x+1/2, y+1/2, −z+1/2.
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